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Table S2
List of metabolites identified by 1H-NMR in the intracellular environment of Salmonella Typhimurium grown in a virulence-inducing medium. ChEBI ID code and chemical shifts provided. ssinglet; ddoublet; dddoublet of doublets; ttriplet; mmultiplet; bsbroad signal.
The NMR spectra used in this work is available at: http://www2.itqb.unl.pt/~lgafeira/external/Salmonella_data/
Fig. S1
Growth curve and PCA analysis of the strains WT and WT-pWSK29. a) WT and WT-pWSK29 exhibit similar growth profiles. b) The unsupervised multivariate analysis failed to reveal a shift in the normal metabolism of SL1344, upon addition of the pWSK29 plasmid, allowing no discrimination between the metabolic profiles of the two strains.
Fig. S2
The morphology of S. Typhimurium at the time points of cell collection. Bright-field microscopy images of S. Typhimurium SL1344 WT-Pwsk29 (control), ΔbolA and bolA + strains acquired at the end of exponential (5 hours) and stationary phases (8 hours 
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